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e Mpox- Initial discovery in monkeys in a Danish
laboratory in 1958

e First human case- 9-year-old boy Iin the
democratic republic of the Congo in 1970

e Clade |: Congo Basin
o subclades la and Ib
o More deadly and infectious;
Primarily  through  household
contact frequently iInfects
children
e Clade Il : West African clade
o subclades lla and llb
o spread mainly through sexuadl
contact

https://www.nejm.org/doi/full/10.1056/NEJ Mra2208860

* Enveloped double-stranded DNA virus
e Family: poxviridae
e Genus: orthopoxvirus



INTRODUCTION (CONC.)
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e POx viruses are grouped
into eight genera

e Only four genera cause
human infections

ORTHOPOXVIRUS

Variola

Vaccinia

Monkeypox

Cowpox

Buffalopox

Cantagalo and Aracatuba

PARAPOXVIRUS

Orf

Pseudocowpox (Paravaccinia)

Bovine papular stomatitis

Deerpox

Seadlpox

MOLLUSCIPOXVIRUS

Molluscum contagiosum

YATAPOXVIRUS

Tanapox

Yabapox




MODE OF TRANSMISSION

Virus enters body through broken skin, respiratory tract, or mucous membranes [eye, nose, mouth]

ANIMAL-HUMAN TRANSMISSION: HUMAN-HUMAN TRANSMISSION:

e Direct contact or meat e Direct contact : close contact
consumption : Bites, with lesions, body fluids,
Scratches, Bush meat Respiratory droplet
preparation e Indirect contact:

contaminated materials
such as bedding



INCUBATION PERIOD:

MPOX LESION PROGRESSION DESCRIPTION AMD TIMELINE

Usually from 6 to 13
s ST days but can range

--Hﬁ-- from 5 to 21 days

PERIOD OF COMMUNICABILITY:
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Lesions typically  Lesions typically  Lesions fill with  Lesions fill with Lesions become  After scabs fall
begin as flat become slightly  clear liguid opaque, yellowish crusty scabs that off and fresh
discolorations raised and firm flu d They ar itch skin is formed

rrrrr d, firm, ar'u:l underneath,
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https://www.std.uw.edu/page/clinical-guides/
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/\1 PRODROME (0-5 DAYS): SKIN INVOLVEMENT (RASH):
_/ e Fever e Usually begins within 1-3 days of fever onset
e Lymphadenopathy (Occurs with fever e Centrifugal spread
onset, e Lasting for 2-4 weeks
periauricular/axillary/cervical/inguinal, e Deep seated, well circumscribed and often develop
Unilateral or bilateral) umbilication
* Headache, muscle ache & exhaustion e Lesions are painful until healing phase occurs
e Chills and/or sweats e Classical lesion is vesico-pustular
e Sore throat and cough e Predilection for palm and soles is characteristi

STAGES OF RASH: COMPLICATIONS:

First lesion R T n e Secondary bacterial infections
Within 24 hours Macules o Dehydration

By 3rd days Pro.gressmn to Pap!JIes | _— e Skin infection

By 4th-5th days Lesion become vesicles (Raised and fluid filled) .

By 6th-7th days Pustular, Sharply raised, filled with opaque fluid * Pneumonia

By the end of second week Drying up and crust | o EﬂCephCﬂitiS

Scabs remains for a week before falling off

e Corneal involvement (May lead to loss of vision)



CLOSE DIFFERENTIAL DIAGNOSIS

e Varicella (Chicken pox)

e Disseminated herpes zoster

e Disseminated herpes simplex

e HFMD

e Measles

e Chancroid

e Secondary sypnhilis

e Infectious mononucleosis

e Other pox viruses causing disedse



LABORATORY DIAGNOSIS

Confirmatory test: Polymerase chain reaction (PCR) is the preferred
laboratory test

Nucleic acid amplification testing (NAAT), using real-time or conventional
polymerase chain reaction (PCR), for detection of unique sequences of
viral DNA

PCR can be used alone, or in combination with sequencing.

PCR protocols for the detection of OPXV and more specifically MPXV-With
distinction of Congo basin and west African clades

Some protocols involve two steps, in which the first PCR reaction detects
OPXV, but does not identify which species.

This can then be followed by a second step, which can be PCR-based or
utilize sequencing, to specifically detect MPXV



GUIDELINE : MPOX VIRUS DNA
DETECTION IN THAILAND

Detected

Detected 2
genes

Mpox virus
DNA

detected

Not Detected

Not Detected
2 genes

Mpox virus
DNA not

detected

Presumptive
Positive

Inconclusive
Results

Re-test /
Send to

reference lab

Poor Quality
Sample

-ve Internal
Control Gene

o
Collect new
sample or re-
test




@  REAL-TIME PCR FOR MPOX DNA
(AT LEAST 2 TARGET GENES)

Test Kits Available in Thailand Clade (s) detected

Uni_medica Multiplex real_time PCR Kit MPXV/ MPXV Clade |/ MPXV Clade II

QlAstat-Dx Viral Vesicular Panel
(Pan OPXV is being added by QIAGEN to cover clade Ib) OPXV/ MPXV Clade I/ Clade “/ others

| BioPerfectus Monkeypox Virus Real_time PCR OPXV/ MPXV

| Kit, Life Sciences MPXV Clade |/ MPXV Clade I
Luna Universal Probe One-Step RT-qPCR Kit MPXV/ MPXV Clade |/ MPXV Clade I
Certest Biotec MPXV
VIASURE MPXV

VIRCELL OPXV/ MPXV



OTHER METHODS

e Electron microscopy: Electron microscopy can be
used this method is not routinely used for the
diagnosis of poxviruses.

e Viral culture: Virus isolation is not recommended
as a routine diagnostic procedure

e Antigen and antibody detection methods do not
provide monkeypox_specific confirmation due to
serological cross-reactivity

e Not recommended for diagnosis
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e September 2023 - New Clade Ib strain first detected in sex
work in Eastern Congo

e Since early 2024 - Upsurge in number of cases in African
region

e 14th August 2024 - WHO declared Mpox as PHEIC for second
time (Clade Ib)

e August 2024 - New Clade Ib strain detected in a 66 year old
man who travel from Africa to Thailand
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LABORATORY ALGORITHM USED FOR CONFIRMATION OF
THE FIRST MPOX CLADE IB CASE IN THAILAND

swab sample of

. the skin lesion
uspect case

Collection date el e PR
- 16 Aug 2024 o
Receiving date
.19 Aug 2024

OPXV (+)
MPXV generic (+)

MPXV Clade | (-)
MPXV Clade II ()
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Virus detail

Virus name: hMpxViThailand/NIC-31/2024

Accession ID: EPI_ISL_19350788.1 w

Clade | Lineage b

AA Substitutions ASL L2701, ASL TE3V, ASL T122A, ABL F5845, ASR E2268D, A10L VOOE, A11L A229T, A11L D267TN, A11L F283Y, A11L

M7401, A11L N98D, A14L T17A, A15L P38H, A18L T1841, A19R A348P, A19R 1248V, A19R 1264T, A19R KB2E, A19R
K435E, A19R PTEQ, A19R Q243R. A19R Q463R, A22R 13135, A24R D32N, A24R D256E, A24R L307S, A24R N100D,
AZ5R D6V, AZ5R N282D, A25R R273Q. AZ6L K52R, A26L NT1D, A26L R23C, A26L V36A, AZTL AS80D, A2TL N4435,
A2TL S36T, A2TL T4941, A28L 1355T, A28L 13T0del, A28L 137 1del, A28L M14T, AZBL Q493P, A28L Y358H, A20L H107R,
AZ9L RT4H, A31L T222A, AJ1L Y425, A33R L365, AJIR N120del, A33R N121del, AJ3R T2A, A33R Y119del, A34L
P25, A35R KETE, A35SR VBBA, A3TR V46A, A3BR 1111V, A3ER ins212stop, A3BR Y217TH, A39R D106N, A39R S161L,
A40L 1112V, A40L Y107S, A41L G31D, A41L M111), A41L VBEI, A43R A125V, A43R M145T, A43R Y1600, A44R N215,
A45L RI15C, A4TR D24N, A4TR L22TS, A4TR Y221H, A49R 1139V, A51R LB5M, A51R S127Y, BIR F106V, B1R L84V,
B1R VEEG, B2R D177E, B2ZR 1205T, B2R T167A, B2R T2391, B3R K300stop, B4R S227F, BAR S419R, B4R V2651, B5R
C506H, BSR K185R, BTR F80C, B7R F166Y, BTR 1167L, BTR P50Q, BER G100E, BOR F263L, BSR 1108R, B10.5R M1l,
B10.5R 518T, B10R C120S, B11R 1100V, B11R NT1D, B11R Q133R, B12ZR KZ30E, B13R E134G, B14R E157D, B14R
K140E, B14R L158l, B14R T156A, B14R Y29C, B15L I5M, B15L Y6H, B16R N178K, B17TR C349Y, B1TR G3545, B17TR
R733Q, B17R VB21A, B17TR VB90A, BE17R W1E9R, B18R AS8F, B18R D57M, B12R 151L, B18R |62del, B18R |79V,
B18R NE1del, B18R NBBS, B18R Q64del, B18R RE9ST, B18R 530F, B18R V26A, B18R V585, B18R VEidel, B18R Y651,
B19R A34V, B19R 1142T, B19R T300A, B19R V311A, B20R 111V, B20R L21F, B21R AS8D, B21R A475V, B21R A1305T,
B21R D3T9G, B21R D1T17G, B21R E10570, B21R FiL, B21R H363R, B21R 1N741M, B21R K331N, B21R LT34del,
B21R L1704R, B21R N209D, B21R N334|, B21R S7T22F, B21R S781F, B21R T928A, B21R V1731, B21R V515A, B21R
VT88A, C1L C279Y, C2L M160I, C2L P254A, C2L Y3743, C3L F365, C4L T1591, C5L N68S, C5L T3A, C6R M148L, C6R
T109A, CER VB3A, CTL A185T, CTL H17del, CTL V16del, CBL S95N, COL C48R, COL 1232K, C11L E17V, C11L M37V,
C11L R314del, C11L T263M, C15L S7T8P, C16L R438G, C18L C622Y, C18L K125E, C18L V323A, C19L K353E, C20.5L

Sample information

Collection date: 2024-08-16

Location: Asia / Thailand / Banghkok

Host: Human

Additional location information: Resident of Bukawu, City in eastern Democratic Republic of the Congo (DRC)
Gender: Male

Patient age: 66

Patient status: Hospitalized

Specimen source: Lesion swab from the tip of the penis

Additional host information: Travel history from Democratic Republic of the Congo (DRC)

Sampling strategy:

Outbreak:

Last vaccinated:

Treatment: Tarocin, Doxycycline Tecovirimat

Sequencing technology: lumina MiSeq

Assembly method: bwa-0.7.18, samtools-1.20 and ivar1.4.3

Coverage: 12.43x

Comment: (1> Stretches of NNNs (3.40% of overall sequence). F4.5R_I4 1stop results in 69.9% truncation of the protein sequenca.

F4.5R_M22stop results in 84.2% truncation of the protein sequence. F4.5R_V38stop results in 72.2% truncation of the
profein sequence. F4.5R_G64stop results in 52.6% truncation of the protein sequence. F4.5R_M28stop results in 79.7%
truncation of the protein sequence. F4.5R_A48stop results in 84.7% truncation of the protein sequence.

AJBR_ins212stop results in 7.5% truncation of the protein sequence, B3R_K300stop results in 1.3% truncation of the
protein sequence. Gap of 3 nucleotide(s) found at refpos 2254 (FRAMESHIFT). Insertion of 1 nuclectide(s) found at
refpos 4614 (FRAMESHIFT). Insertion of 1 nuclectide(s) found at refpos 7000 (FRAMESHIFT). Gap of 6 nuclectide(s)
found at refpos 7033 (FRAMESHIFT). Gap of 4 nucleotide(s) found at refpos 7159 (FRAMESHIFT). Gap of 1
nucleotide(s) found at refpos 9008 (FRAMESHIFT). Gap of 6 nuclectide(s) found at refpos 16625 (FRAMESHIFT). Gap of
3 nucleotide(s)
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COMPLETE GENOME
CLADE IB CASE

Reference genome: NC_003310

20 kb 40 kb 60 kb 80 kb 100 kb 120 kb
NC_D03310. 20,000 40,000 &0,000 80,000 100,000 120,000
outpul. bw
snnox-l.
6000 x-"

19 kb
100 19,000

20 kb
20,000

21 kb
21,000

nple of a monkeypox patient residing in the Sankuru subregion, Kasdai Oriental, Zaire during a human monke
[ ———— + I«

0PG‘032 id-NC_003310.1:19778..21291

oPG033

GO

A large ~1 kbp deletion in the MPXV genome (A19,128-20,270 coordinates
relative to the clade | reference genome, GenBank accession NC_003310)
has been reported in genome sequences from Kamituga mpox outbreak.
(Ref. E. H. Vakaniak, Nature Medicine, 2024)

OF THE FIRST MPOX
IN THAILAND

140 kb

140,000

160 kb

160,000

180 kb

180,000

Virus name: hipV ThailandNIC-31/2024

Accession ID: EPI_ISL_18350788.2 w

Clade | Lineage [

AA Substitutions A1L A26S, ASL L2701, ASL TB3V, ASL T122A, ABL F5048, AR E2260, A10L VOOE, AT1L A220T, A11L D26TN, A1IL

F283Y, ATIL MT401, ATIL N98D, AT4L TITA, AISL PIOH, ATEL T184], A19R AJ4EP ATOR 248V, A19R 1264T, ATGR
KE2E, A19R K435E, A19R PTEQ, AT9R Q243R, A10R Q463R, A22R 13135, A24R D3N, A24R D25GE, A24R LI0TS,
AZ4R N1000, A25R DAV, A25R N2BZD, AZSR R2TI0, A26L KEZR, AZEL NT10, A26L R23IC, A26L VIGA, AZTL ASBOD,
AZTL N4435, AZTL SIAT, AZTL T494I, AZBL 1355T, AZBL 1370del, AZBL 137 1del, AZBL ins3TEX00( AZBL M14T, AZ8L
CMO3P, AZBL Y358H, A20L HI0TR, A20L RT4H, AJIL T222A, ARIL Y425, A32L M24V, AJ3R LI6S, AJIR N120del,
AJIR N121del, AJIR T2A, AJ3R Y110del, AL P25, AJSR KEBTE, AJSR VBAA, AJTR VABA, AJBR D133del, AJBR
E136del, AJBR 1111V, A38R 1138del, A3BR ins212stop, AJBR N131del, ASSR N132del, ABR N135del, AJBR N142del,
AJBR Q137del, ABR Q141del, AJSR R134del, AJBR T138del, AJBR T143del, AJBR Ti44del, AJSR V145del, AJSR
V1dBdael, ASR Y140del, AJER Y21TH, AJ9R D106N, AJOR S161L, A4OL 1112V, AJOL Y107S, AXIL G310, A41L M1,
AATL VBEI, A43R A125V, A43R M145T, A43R Y160D, Ad4R N215, ASL RIVSC, A4TR D24N, AMTR L22TS, AATR
YZ21H, AOR N3GV, ASTR LASM, ASTR S127Y, BIR AS3K, B1R F106V, BIR I150M, BIR LSIN, B1R L84V, BAR NS1D,
BiR P48K, BIR P52, BIR R4%K, B1R VBEG, B2ZR DATTE, B2R 2057, B2R T16TA, B2R T2391, B3R K3D0stop, BAR
S22TF, BAR S5419R, B4R V265, B5R C506H, BSR K185R, BTR F80C, BTR F168Y, BTR 1M7L, BTR P500Q, BAR G100E,
BOR F263L, BOR 1108R, B10.5R D19del, B10.5R D21del, B10.5R D23del, B10.5R M1), B10.5R S18del, B10.5R T20ded,
B10.5R T22del, B10R C1205, B11R 100V, B11R NT1D, BI1TR Q133R, B12R K230E, B13R E134G, B14R E157D, B14R
K140E, B14R L1581, B14R T156A, B14R Y99C, BISL I5M, B15L YGH, B16R N1T8K, B1TR C349Y, B1TR G3545, B17TR
R7330Q, BATR VE21A, B1TR VE20A, BITR W168R, B18R ASEP, B18R DSTM, B1BR 1511, B18R M62del, B18R 179V,
B1BR NE1del, B1BR NBAS, B1BR Qé4del, B18R REST, B18R S39P, B18R V26A, B16R V585, B18R VE3del, B18R Y65I,
B1OR AJ4V, B19R 11427, B19R T300A, B19R V311A, B20R 111V, B20R L21F, B21R ASAD, B21R A4TSV, B21R A1305T,
B21R DITEG, B21R D776, B21R E10570, B21R FIL, B21R HIGIR, B21R 11T741M, B21R K33IN, B21R L734del.
B21R L1TO4R, B21R N209D, B21R N334|, B21R ST22P. B21R S5781F, B21R T828A, B21R V1T3l, B21R VE15A, B21R
VTeBA, CIL C2TOY, C2L M160I, C2L P254A, C2L YIT45, CIL FI65, CAL T159, C5L NGBS, CSL TIA, CBR M148L, CBR
T100A, CBR VEIA, CTL A1B5T, CTL H1Tdel. CTL ViBdal, CAL S9SN, COL CABR, COL DATEN, COL E4B1G, COL I232K,
CTIL E17V, C11L M3TV, C11L R314del, C11L T263M, C15L 578P, C16L R438G, C18L CA22Y, C18L K125E, C18L
VIZ3A, C19L KIEIE, C20.5L 126L, DL A240T, DL 48T, DIL L136F, DL V44, D2L CA3Y, D21 E40del, D2L 14TV, D2L
538del, D3R G112C, DIR M124R, D4L E370, DSR K230R, DSR 52161, DSR V38, DEL GT30, DTL A1835, DTL CI04R,
D7L KEITE, DTL LB0O21, DTL M108I, DTL 52580, DTL T488A, DTL VIT4A, DTL V426T, DTL ¥2300H, DBL S32G, DAL
D423A, DAL EI93AK, DAL 1425V, D10L 147V, D10L V1261, D1IL C146R, D121 N12D, D1ZL S113N, D13L C241Y, 3L
DNTE, D130 G258del, D13L M2T1K, D13L TBOM, D18L 129V, DAL KON, D16L TE3A, D1SL L20SR, D191 P184H, E1R
VEITI, ESR D454N, EBR K256R, EBR N4135, EBR VAB2A, EBL AYGT, EBL S124L, E1IL AJI3T, E11L Ca38Y, ET1IL
HT2T, E13L EM1D, E13L 1514V, E13L T493M, F1L VIOTA, F2L ABBS, FIL AMTT, FIL HE1N, FIL N23D, F4 5R A18Q,
F4 5/ AATR, F4.5R AdBstop, F4 5R D16, F4.5R D25, F4.5R E105, F4.5R E40K, F4.5R GB4siop, F4.5R 1158, F4.5R
Histop, F4.5R ineS1KL, F4.5R inaTBI, F4,5R K125, F4.5R K28R, F4.5R K305, F4 5R M22stop, F4 5R M24W, F4 5R

_JContact Submitier jM:;dn Jrasta
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Identity
1.NC_003310.1 g : . o .
2. hMpxV/DRC/INRB-0188V/2024 | EPI_ISL_19093798|2024-01-20 |a e G < < .
h 3. hMpxV/DRC/INRB-0008V/2023 | EPI_ISL_19093807 | 2023-12-16 la e s . . G
4. hMpxV/DRC/KNIH-172V/2022 | EPI_ISL_17472037 2022 Ia G G G .
® 5. MpxV/Chimpanzee/Cameroon/ND-CMR-769398d0/2016 | EPI_ISL_18689512|2016-08 la e . . G
6. hMpxV/DRC/INRB-0164V/2024 | EPI_ISL_19093789| 2024-01-13 la e G a . G
e 7. hAMpXV/DRC/INRB-1766C/2023 | EPI_ISL_19093819|2023-11-21 : G : G G

9. hMpxV/Uganda/MK-014/2024 | EPI_ISL_19305615| 2024-07-15Ib
10. hMpxV/DRC/CRSN-2/2023 | EPI_ISL_19004045 | 2023-11-15 Ib

11. hMpxV/DRC/CRSN-3/2023 | EPI_ISL_19004046 | 2023-12-23 Ib

12. hMpxV/Kenya/nvrl220/2024 | EPI_ISL_19302262 | 2024-07-25 Ib
13. hMpxV/DRC/INRB-0206V/2024 | EPI_ISL_19093797 | 2024-01-23 Ib
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Primers and Probes Design in Mpox Diagnostics
« Primers and probes are designed to target specific clades of the Mpox virus.
« Mutations or deletions in primer/probe binding regions can lead to tfalse-negative results.
 Example: Detection of the Congo Basin Clade Ib strain using Real-Time PCR with Clade I-specific primers (Congo
Basin (C3L)).
Limitation: Deletion of ~1,000 base pairs in the OPG032 gene (Vakaniaki et al., 2024].
Result: Primers fail to bind to Clade Ib target sequence.
This can cause false-negative results, even when the patient is infected with Clade Ib.
Key takeaway: Careful selection and design of primers and probes are critical to avoid false-negative results
caused by mutations or deletions.

. 8. hMpxV/DRC/INRB-0037v/2024 | EPI_ISL_19093799| 2024-01-05
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C. MPXV Clade Ib (dD14-16) Reverse primer Probe Forward primer
_ . . > , < . <
21,120 21,130 21,140 21,150 21,160 21,170 22,310 22,320 22,330 22,340 22,350
Consensus GIITTEE GITTGATATAGGATGIGGABATTITAABAATETGABABGFGGGEGGAR ----- = =====-= ATGEGEET GAATATETAGGAGTGATTAAGTTTGGAAGTETTTTE
Identity . —
1. MPXV _Cladelb 1L GTTTTCCGTTTGATATAGGATGTGGACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
2. MPW_CI.—][’Elb_ZL GTTTTCCGTTTGATATAGGATGT YACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
3. MPW_CIader_BL GTTTTCCGTTT TATAGGATGTGGACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
4. MPW_CIadfflb_‘il_ GTTTTCCGTTTGATATA AT | ACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
b 5. MPXV_Cladelb_70 GTTTTCCGTTT FTATAGGATGTGGACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
. 6. MPXV_Cladelb_9L GTTTTCCGTTTGATATAGGATGT ACATTTAACAATCTGACACGTGGGTGGAT ATGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
‘ 1. MPXV_C'BdE'_DQU‘11155 3 TTTTCCGTTTGATATAGGATGTGGACATTTAACAATCTGACACGTGGGTGGATEGGER BG . TGCGCCTGAATATCTAGGAGTGATTAAGTTTGGAAGTCTTTTC
' o 8. MPXV Cladella MN346700 = === =====ccececescssssssessssessrssssessssssesessssassan ~= ===  CCCcccGecesCCCscsGSsscSssssssscssscsssssssEececesses
® D 5. MPXV Cladellh ONSE3414 —==========ccccmcsceee s eeccee e esses cesesssessssssmss snnns e eSS SEE e RS S S S T S e S .-
e
5 E . J® o
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Real-Time PCR Specific Primer Used for Clade Ib Differentiation (L. Schuele et al., 2024)

Monkeypox Virus Clade Ib (dD14-16) Assay Design

o T
C
o T

his diagram outlines the specific primer sequences used in the Real-Time PCR assay designed to
ifferentiate between the Monkeypox virus Clade 1b

ne assay targets unique genetic markers present in the dD14-16 region of the viral genome, which helps

in precise clade identification
e This method improves the diagnostic accuracy of Clade Ib infections, facilitating better outbreak

monitoring and control.




HIGHLIGHTS ON SURVEILLANCE OF MPOX

e Even one case of Mpox is to be considered as an outbreak
e Key stake holders in surveillance are:

o Points of entries (PoOEs)

o Antenatal clinics

o Sexually Transmitted Diseases clinics

o Designated Lab network



CONTACT TRACING

e A contact is defined das any person, who has one or
more of the following exposures with a probable or
confirmed case of Mpox during the period of
communicability.

e Home quarantine and active follow up for contacts of
confirmed cases

e Self monitoring for contacts of probable cases

e Monitor at least daily for 21 day
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Sees%  H# THE ROLE OF LABORATORY NETWORKS
e IN MPOX OUTBREAKS

S

!.':' 1. Early detection and rapid diagnosis

»o

2. Data sharing

3. Coordination for outbreak control
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:;’::'EXTERNAL QUALITY ASSURANCE (EQA) PROGRAM
'; :. 1.DMSc plays a crucial role in ensuring laboratory accuracy nationwide
'e  2.EQA ensures testing accuracy across labs

3.Regular assessments and global standards compliance

Annual Assessment

The EQA program is conducted once per year to ensure consistent qu::1|ity



LABORATORY NETWORKS

e Department of Medical Sciences
ﬁ* - .2 o National Institute of Health
:J,  -15Regional Medical Sciences
e Hospitals/ Research Institute/ Office
of Disease Prevention and Control/
etc.
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e Best sample - Collected from lesion at any
Stqge Of the rGSh from mUItiple Sites TuRLU -lﬁuc‘imaua&huﬁoa 3-5 AMIALID DNAanas dou
e Lesion is swabbed vigorously, to ensure rociciar Rl e e

s:a:ﬁﬁjuﬁﬁa RSO .;:_iuﬁua? ae J; Usunms 0.5-1 Dadans naoningonu
adequate viral DNA is collected. Both dry swalbs Sl (pustidor k)
o . . ustules Swab DnFunLa ASO . hEdINFuILa soalsafi@onto Tnaaun:
G n d SWO bS p I O Ced I n VI rO I trCI n S po rt m ed |O ¥ ] sodlsn @orUvdouuy - USIDNUNSAUN ASO0382:IWA (lesion, rectal

UOOAULIVFAURLOD RSO genital swab) RSOUSIOMUSUS UUSIME

(VTM) can be used. Ll || e e
e Two lesions of the same type should be et i

collected in one single tube, preferably from | - I

different locations on the body and which differ TR

in appearance () 10 ocron o oo v o payeer 9 0 i b o o v

nouralvasaxSowanadn

HSodugoufnsen PCR

[ ) [ )
. I n t h e G b S e n C e Of S kl n I e S I O n S - P refe r s Plasma nanon EDTA blood nSoBsu o1n clotted blood owassowumswusnssuuoviBoldlus:a: viremia ndinwulugoodus

off .:l;i'_ll?_{
] Ly

T
Ofr S

fioufiiUsaoafaiwansoduth  nawutusuladal ddoensihndonuaoiuduiwa

» nsrifilidnaoa VTM nSo UTM awnsnldll swab fthadooehonds Tdaolu nasausironiBo
N PS / O P S / G n O I / reCtG I SWG b e niaoa VTM n3o UTM flddoethoaclunda fhlu inactivate oduawnsnuilvimnziSold
» msasoomiouduediuBsy Tudaurnwelludsnaniumsadvdalsa ndewldilusstoalumsstodald
uonminiidolBiWoms3odalsadudos 16u Ismioblos nSo BWaa o

[ ] -
® e (a0e0duY 18U urine, semen, EDTA-blood, clotted blood THifiuldnasausiaoiniBadlld vIM nSo UTM manmmsasswioloda
WaReUSIORSOURUEMS

aoumuWuiaUIaodootholdi amUuSsaSnenFaasas1snge
nsunenFnaasmsiwnd [ns. 0 2851 0000 do 99305

www.dmsc.moph.go.th 23 SomAu 2567



e All specimens being transported should have triple
packaging, labelling and documentation.

e Specimens should be refrigerated or frozen within an
hour of collection and transported to the laboratory as
soon ds possible.

e If transport exceeds 7 days, specimens should be
stored at -20°c or lower.

e lLonger term specimen storage (>60 days from
collection) is at -70°C.
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2¥ss®  FUTURE DIRECTIONS AND CONCLUSION
:?: 1.Improve rapid testing and expand lab networks globally to stay
D_.'.' ahead of diseases like Mpox

A

2.New technologies like Whole Genome Sequencing (WGS) will be

crucial for real-time monitoring

3.Key to success: Early detection, accurate testing, and well-

coordinated lab networks supported by EQA

Annual Assessment

The EQA program is conducted once per year to ensure consistent quality
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